Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.102; data-to-parameter ratio = 13.0.
The molecule of the title compound, C 16 H 16 N 2 O 4 , lies about an inversion centre; the butane chain adopts an extended zigzag conformation. The dihedral angle between the pyridine ring and the adjacent COO group is 3.52 (s14) .
Related literature
For a related structure, see: Brito et al. (2010) .
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Comment
Pyridine containing compounds are the new class of anti-HIV molecules, which particularly inhibit RNA dependent DNA polymerase or reverse transcriptase, and hence it acts as non-nucleoside reverse transcriptase inhibitors. They also posses potent anti-bacterial activity. Pyridine containing ruthenium complexes exhibit cytotoxic, anti-cancer, anti-tumor or antimetastatic activity. Considering the biological importances of the pyridine and its derivatives, a single-crystal of the title compound was prepared for X-ray diffraction studies. The molecular structure of title compound is shown in Fig. 1 . The bond distances of pyridyl group in title compound is comparable to those observed in related structure namely propane-1,3-diyl bis(pyridine-4-carboxylate) (Brito et al., 2010) . The pyridyl group (N1/C4/C3/C2/C6/C5) adopts a planar conformation 
Experimental
Isonicotinoyl chloride hydrochloride (639 mg, 3.5 mmol) was taken in a 50 ml round bottom schlenk flask and fitted with a reflux condenser. The system was evacuated and purged with nitrogen. To this, dry dichloromethane 25 ml, 1,4-Butanediol (0.15 ml, 1.7 mmol) and 1 ml of triethylamine were added. The reaction mixture was heated at 40 °C for 5 h. After, the mixture was washed with saturated aqueous sodium bicarbonate solution (20 ml), the organic layer was dried over anhydrous sodium sulfate and filtered. The solvent was evaporated using vacuum and the white product was purified by recrystallization with dichloromethane (Yield: 87%, Melting Point: 140 °C). Single crystals suitable for X-ray diffraction were prepared by slow evaporation of a solution of the title compound in dichloromethane at room temperature. Spectroscopic data of the 
Refinement
The non-hydrogen atoms were refined anisotropically whereas hydrogen atoms were refined isotropically. The hydrogen atoms were placed in calculated positions (C-H = 0.93-0.97 Å) and included in the refinement in riding-model approximation with U iso (H) = 1.2Ueq(C). Figures   Fig. 1 . The molecular structure of title compound, showing displacement ellipsoids drawn at the 50% probability level. 
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